Supplementary Figure S1. RORα and RORγ exhibited a certain degree of redundancy in regulating clock gene expression. The level of Cry1, Bmal1, E4bp4, Per2, Npas2, and Clock mRNA expression in liver, BAT, kidney, and small intestines from WT, RORα sg/sg , RORγ -/-, and RORα sg/sg RORγ -/-DKO mice (n=4) was compared at ZT8 and ZT 22. The level of expression was normalized to that of littermate WT mice controls (black bars). Data represent mean ±SD; * P<0.05, **P<0.01, *** P<0.001 by ANOVA. Supplementary Figure S2. Activation of Cry1, Bmal1, Rev-Erbα, and E4bp4 by RORs is mediated through ROREs. (A) Location of the conserved ROREs within the regulatory regions of mouse and human Cry1, E4bp4, Bmal1, and Rev-Erbα. The core motifs of the ROREs are shown in bold and are underlined. The numbers refer to the distance to the transcription start site. (B) RORs effectively activate the Luc reporter driven by the RORE-containing regulatory region of Cry1, Bmal1, Rev-Erbα, and E4bp4 in Huh-7 cells. Cells were co-transfected with an p3xFlag-CMV10-ROR expression vector, pCMV-β-Gal, and a pGL4.27 reporter plasmid driven by the RORE-containing regulatory region of Cry1, Bmal1, Rev-Erbα, or E4bp4 or regions in which the ROREs were mutated (RORE1m, RORE2m, and RORE1m2m, respectively). 24 h later the relative luciferase reporter activities were determined as described in Experimental Procedures. The basal activity of each reporter plasmid in cells co-transfected with the empty vector was normalized to 1. Data present mean ±SEM, * P<0.01 by ANOVA.
Supplementary Table S1. A series of nucleotide sequences for QPCR primers

Gene
Sense primer Antisense primer mRORα1 
